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1. Using the given query sequenc€, perform a BLAST

search to identify five homologous seqttences. Cary out

multiple sequence aligrunent, select an appropriate

evolutionary substitution model, and construct a

phylogenaic fte with 100 bootstrap rcplicares. Display

the tee, provide its Newick format briefly interpra fte

phylogenetic relationshipg and mention lhe tools used at

each sep. l0
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Or

Predict protein structure of yow choice (firll sequence)

and evaluate accuracy level explaining different
parameters and obtained values. Interpret the result.
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2. Write a python code take a temperahue in celcius and

convert that into Farcnheit 5

3. laboratory Notebook 5

4. Viva-voce 5


